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Abstract Chromosomes of wo octoploids C. S T hinopy rum bessarabicun (AABBDDJJ, 2n=
8x= 56) and GHK-Thingpyrum elongatun (AABBDDEE, 2n= 8x= 56) were C-banded and
karyotypes w ere analyzed w ith metaphase chromosomes, regectively. The results show ed
that teminal C-banding w ere observed in both chromosomes of Th bessarabicum and Th
elongatum, but the J genome of Th bessarabicun had prominent tem inal C-bands,w hich not
present in that of Th elongatum except chromosome Eix On theother hand, the chromosomes
of Th elongatum showed several interstitial C-bands, while Th bessarabicum did not The
chromosome pairing in octoploid hybrid between C. S-Th bessarabicum and GHK-Th
elongatum w as analyzed and octoploid hybrid show ed amean pairing of 15.50 [ + 5. 03Tl +
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14.20 ¢l + 0. 40I1+ 0.21V with 2.5 bivalents paired by chromosomes of Th bessarabicum
and Th elongatum. Based on C-banding patterns,most chromosomesof Th bessarabicun and
Th elongatum show ed univalents Therefore, it can be concluded that they have no very close
relationship and should have different genomes
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1. RTC Chrompsome banding of Th. bessarabicum 2. RTC chromosome banding of Th. elongatum: 3. Mewotic configu
ration at MI of C. S-Th. bessarabicum 4. Meiotic configuration at MI of GHK -7, elongatum; 5. Meiotic configuration
at M1 of C. S-Th. bessarabicum X GHK-Th. elongatum 5. Meiotic confliguration at M1 of GHK-Th. elongatum < C. §
Th. bessarabeum



